Abstract: New vector-borne diseases have emerged on multiple occasions over the last several 1
1 decades, raising fears that they may become established within the United States. Here, we 2 provide a watchlist of flaviviruses with high potential to emerge in the US, identified using new 3 statistical techniques for mining the associations in partially observed data, to allow the public 4 health community to better target surveillance.
5
The start of the 21st century was marked by multiple emerging mosquito-borne diseases. West Nile virus was introduced to the eastern United States in 1999 and has since spread across the 7 continental US, infecting tens of thousands of people and causing widespread mortality in bird 8 populations (Hayes et al. 2005) . A mutation in a strain of chikungunya virus increased that 9 pathogen's infectiousness in the invasive mosquito vector, Aedes albopictus (Asian tiger mosquito), 10 leading to an expansion of the virus's range from eastern Africa to Asia, and increasing the risk 11 of disease transmission in temperate zones (Pialoux et al. 2007, Weaver and Forrester 2015) .
12
More recently, Zika virus has spread from Oceania to South America, and continued north at a 13 rate exceeding 15,000 km/year (Zinszer et al. 2017 ), causing severe neurological diseases including 14 infant microcephaly and Guillain-Barré syndrome (Lessler et al. 2016 ). In each case, the science and 15 public health communities lacked basic knowledge about these previously geographically-limited 16 diseases, and interventions were put in place only after the disease had become established. Our are very labor intensive (Hardy et al. 1983 ) are often undertaken only after disease is endemic.
28
But, without this information, health agencies are ill-equipped to prevent outbreaks.
29
To narrow the list of potential emerging diseases, we created a 'watch list' of flaviviruses (the The resulting network of potential virus-vector pairs in the United States (Fig. 1) 
